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<210> 1 
<211> 9395 
<212> DNA 

<213> Hepatitis G virus 
<400> 1 

tgacgtgggg gggttgatcc cccccccccg gcactgggtg caagccccat aaaccgacgc 60 

ctatctaagt agacgcaatg actcggcgcc gactcggcga ccggccaaaa ggtggtggat 120 

gggtggtgac agggttggta ggtcgtaaat cccggtcatc ctggtagcca ctataggtgg 180 

gtcttaagag aaggtcaaga ctcctcttgt gcctgcggcg agaccgcgca cggtccacag 240 

gtgctggccc taccggtgtg aataagggcc cgacgtcagg ctcgtcgtta aaccgagccc 3 00 

gtcacccacc tgggcaaacg acgcccacgt acggtccacg tcgcccttca atgtctctct 360 

tgaccaatag gtttatccgg cgagttgaca aggaccagtg ggggccgggg gttatgggga 420 

aggaccccaa accctgccct tcccggtggg ccgggaaatg catggggcca cccagctccg 480 

cggcggcctg cagccggggt agcccaagaa tccttcgggt gagggcgggt ggcatttctc 540 

ttttctatac catcatggca gtccttctgc tccttctcgt ggttgaggcc ggggccattc 600 

tggccccggc cacccacgct tgtcgagcga atgggcaata tttcctcaca aattgctgtg 660 

ccccggaaga catcgggttc tgcctggaag gcggatgcct ggtggccctg gggtgcacgg 720 

tttgcaccga ccgttgctgg ccactgtatc aggcgggttt ggctgtgcgg cctggcaagt 780 

ccgcggccca gctcgttggg gaactgggga gcctgtacgg gcccttgtcg gtctcggctt 840 

acgtagccgg gatcctgggt ctgggcgagg tttactccgg ggtcctgaca gttggtgttg 900 

cgttgaggcg ccgggtctac ctgatgccca acctgaagtg tgcagtagaa tgtgacgtta 960 

agtggggaag tgagttttgg agatggactg agcagttggc ctccaattac tggattttgg 102 0 

aatacctttg gaaagtccca tttgaatttt ggagaggagt gatgagcctg acccctctgt 1080 

tggtttgggt ggccgcattg cttttgctgg agcaacggat tgtcatggtt ttcctgctgg 1140 

tgacgatggc ggggatgttg caaggcgccc ccgcctccgt tttggggtcc cgcccctttg 1200 

actacgggtt gaagtggcag tcatgctcct gcagggctaa cgggtcgcgt attcccactg 1260 

gggagagggt gtgggatcga gggaatgtca cgctcttgtg tgactgcccc aacggcccct 1320 

gggtttgggt cccggccttt tgccaggcgg ttgggtgggg cgaccccatc acccattgga 1380 

gccacggaca aaaccagtgg cccctatcat gcccccaata tgtctatggg tctgtgtccg 1440 

taacgtgcgt gtggggttcc gtgtcttggt ttgcctcgac cggcggtcgt gattcgaaga 1500 

tcgatgtgtg gagtttggtg ccggttggat ctgccagctg caccatagcc gctctagggt 1560 

catcggatcg cgacacggtg gttgagctct ccgagtgggg agtcccgtgc gtaacgtgta 1620 

ttctggaccg tcggcctgct tcatgtggca cctgtgtgcg ggactgctgg cccgaaaccg 1680 

ggtcggttag attccctttc catcggtgcg gcacggggcc tcggctgaca aaggacttgg 1740 

aagctgtgcc cttcgtcaac aggacaactc ccttcaccat aaggggcccc ctgggcaacc 1800 

aggggagagg caacccggtg cggtcgcccc tgggttttgg gtcctacacc atgaccaaga 1860 

tccgggattc cctgcatttg gtgaaatgtc ccacaccagc catagagcct ccgactggaa 1920 

cgttcgggtt cttccccgga gtcccgccca ttaacaactg catgccgcta ggcacggaag 1980 

tgtctgaggc attgggcgga gctgggctta cgggggggtt ctacgagcct ctggttcgca 2040 

ggtgttcgga gctgatggga cgccgaaatc cggtttgccc ggggtacgca tggctgtcct 2100 

ctggtagacc tgacgggttc atacacgtcc aggggcacct gcaggaggtg gatgcgggca 2160 

acttcatccc tcctccacgc tggttgctct tggattttgt atttgtcctg ctctatctga 2220 

tgaagctggc tgaggcacgg ttggtcccgt tgatcttgct tctgctgtgg tggtgggtga 2280 

accagttggc ggttctagga ctgccggctg tggacgctgc cgtggcgggt gaagtttttg 2340 



cgggccctgc cttgtcatgg tgtttgggcc ttcccactgt cagtatgata ctaggtctag 2400 

caaacctggt gttgtacttt cggtggatgg gccctcagcg cctcatgttc ctcgtgttgt 2460 

ggaagctcgc tcggggagct ttcccgctgg cacttttgat ggggatttcg gcgacccgcg 2520 

ggcgcacctc tgtgctcggg gccgagttct gcttcgatgt cacattcgag gtggacactt 2580 

cggtgttggg ctgggtggtg gccagcgtgg tggcttgggc catagcgctc ctgagctcaa 264 0 

tgagcgcagg ggggtggaag cacaaggccg tgatctatag gacgtggtgt aaagggtacc 2700 

aggctgtgcg ccagagggtg gtgcggagcc ccctcgggga ggggcgtcct accaagcttc 2760 

tgacgttcgc ctggtgcttg gcctcataca tctggccgga tgctgtgatg atggtggtgg 2820 

tggccttggt cctcctcttc ggcctgttcg acgcactgga ctgggccctg gaggagctcc 2880 

tggtctcccg gccctcgtta cggcgactgg cacgggtggt tgagtgctgt gtgatggcgg 2940 

gcgagaaggc caccaccatc cgactggtct ccaagatgtg cgcaagaggg gcctacctgt 3 000 

ttgaccacat gggctctttc tcgcgcgctg tcaaggagcg cttgttggaa tgggacgcgg 3 060 

ctttggagcc cttgtcattc actaggacgg actgtcgcat catcagagat gccgcgagga 3120 

ccctgtcctg cggacagtgc gtcatgggtt tacccgtggt agcacggcgc ggtgatgagg 3180 

ttctcatcgg cgtctttcag gatgtgaatc atttgcctcc cgggtttgtc ccgactgcac 3240 

cagttgtcat ccgtcggtgc ggaaagggct tcctgggggt cacgaaggca gccttgacag 33 00 

gtagggatcc tgacttacat ccagggaacg tcatggtgtt ggggacggct acgtcacgaa 3360 

gcatgggcac atgtctgaat ggcctgctgt tcacaacttt ccatggggct tcatcccgaa 3420 

ccatcgccac gcccgtgggg gcccttaatc ccaggtggtg gtcagccagt gatgacgtca 3480 

cggtgtaccc gcttccagat ggggcaactt cgttgacgcc ctgcacttgc caggcggagt 3540 

cctgttgggt tattagatcc gacggggctt tgtgccatgg cttgagcaag ggggacaagg 3600 

ttgagctgga tgtggccatg gaggtctctg acttccgtgg ttcgtctggt tcaccggtcc 3660 

tttgcgacaa agggcacgca gtaagaatgc tcgtgtcagt gctccactct ggcggcaggg 3 720 

ttactgcggc gcgattcact aggccgtgga ctcaagtacc aacagatgcc aagactacca 3780 

cagaaccccc tccggtgccg gcaaaaggag ttttcaagga ggccccgttg tttatgccta 3840 

c 99999 c 999 aaagagcacc cgcgtaccgt tggagtacgg caacatgggc cacaaggtct 3 900 

tgatcttgaa cccgtcggta gctaccgtga gggccatggg cccatacatg gagcggctgg 3 960 

cggggaaaca ccccagtatt tactgtggcc atgacaccac tgctttcaca aggatcactg 4020 

actcgcccct tacgtattcc acttacggaa ggtttttggc caaccctagg cagatgctga 4080 

ggggtgtgtc ggtggtcatt tgtgacgagt gccacagtca tgactcaact gtgttgttgg 4140 

gcattgggcg tgtcagggag ctggcgcgag gatgtggagt gcaattggtg ctctacgcca 4200 

ctgccacccc tcccggatcc ccgatgaccc agcacccatc aatcattgag acaaaactgg 4260 

acgtgggaga gatccccttc tatgggcatg gcatacctct tgagcggatg cggaccggaa 4320 

ggcatctcgt attctgccac tccaaggctg agtgcgagcg cctggcgggc cagttttcgg 43 80 

ctaggggggt aaatgccatc gcctattaca gggggaaaga cagttctatc atcaaagatg 444 0 

gagacctggt ggtgtgtgct acagacgcac tatccactgg gtacactggg aacttcgatt 4500 

ctgtcaccga ttgtgggtta gtggtggagg aggtcgtcga ggtgaccctt gatcccacca 4560 

ttaccatctc cctgcgcacg gtgcccgcgt cggctgaact gtcgatgcag cggcgaggac 462 0 

gcacgggtag gggcaggtct gggcgctact actacgcggg ggtcggcaag gcccctgctg 4680 

gtgtggtgcg ctcaggtcct gtctggtcgg cggtggaagc cggtgtgacc tggtacggaa 4740 

tggaacctga cctgacagca aacctactga gactttacga caactgccct tacaccgcag 4800 

ccgtcgcagc tgacattggg gaagccgcgg tgttcttttc ggggcttgcc ccgttgagga 4860 

tgcatcccga tgttagctgg gcaaaagttc gcggcgtcaa ctggcccttc ctggtgggtg 4920 

ttcagcggac catgtgccgg gaaacactgt ctcccggccc atcggatgac ccccagtggg 4980 

caggtctgaa gggcccgaat cctgtcccac tcctgctgag gtggggcaat gatttaccat 5040 

ctaaagtggc cggccatcac atcgtggacg acctggtccg taggctcggg gtggcggagg 5100 

gttacgtccg ctgcgatgcg ggacccatct tgatggtggg cctcgctatt gcggggggca 5160 

tgatctatgc gtcatacacc gggtctctcg tggtggttac agactgggat gtgaaggggg 5220 

gtggcagccc cctttatcgg catggagacc aggccacgcc ccagccggtt gtgcaggtcc 5280 

ccccggtaga ccatcggccg gggggagagt ctgcgccatc ggatgccaac acagtgacag 5340 

atgcggtggc ggccatccag gtggattgcg attggtcagt catgaccctg tcgatcgggg 5400 

aagtgctgtc cttggcccag gctaagacgg ccgaggccta cgcagctacc accaagtggc 5460 

ttgctggctg ctacacgggg acgcgggccg tccccactgt ttcaattgtt gacaagctct 5520 

tcgccggggg ctgggcggcg gtggtaggcc attgccacag tgtaatagct gcggcagtgg 5580 

cggcctatgg ggcttctagg agccctccat tggctgctgc cgcttcctac ctcatggggt 5640 

tgggcgtcgg aggcaacgcg caaacccgct tagcctccgc tctcctacta ggggccgctg 5700 

ggaccgctct gggcacgcct gtcgtggggt taaccatggc gggcgcgttc atgggaagtg 5760 

ctagcgtctc cccctccttg gtcaccattt tactgggggc cgtggggggc tgggagggcg 5820 

tggtgaatgc ggctagcctt gtcttcgact ttatggcggg gaaactatca tcagaagatc 5880 

tgtggtatgc catcccagtg ctaaccagtc cgggggcagg acttgcgggg atcgccctcg 5940 

99ttggtgtt gtactcagct aacaactctg gcactaccac ttggttgaac cgtctgctga 6000 

ctacattgcc aaggtcctca tgcatccctg acagttactt tcagcaggcc gattactgtg 6060 
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acaaggtctc agctgtgctc cgacgcttga gcctcactcg caccgtggtt gccctggtca 6120 

acagggagcc taaggtggat gaggttcagg tggggtacgt ctgggacttg tgggagtgga 6180 

tcatgcgtca agtgcgcatg gtgatggcca gacttcgggc cctctgcccc gtggtgtcat 6240 

tacccttatg gcactgcggg gaggggtggt ccggagaatg gttgttggac ggccatgttg 63 00 

agagtcgttg tctttgtggt tgcgtgatca ccggtgatgt tttgaatggg caactcaaag 6360 

atccagttta ctctaccaag ctgtgcaggc attattggat ggggacagtc cctgtgaaca 6420 

tgctgggcta tggcgagacg tcgcctttgc tcgcctcaga caccccgaag gtggtaccat 6480 

tcgggacgtc tgggtgggct gaggtggtgg tgacccctac ccacgttgtg atcaggcgaa 6540 

catccgccta caaactgctg cgccagcaaa tcctgtcggc tgctgttgct gagccctatt 6600 

acgtcgacgg cataccggtc tcatgggacg cggacgcgcg agcgcctgcc atggtctatg 6660 

gccctgggca aagtgtcacc attgacgggg aacgctacac ccttccgcat caactgcggc 6720 

ttaggaatgt ggcgccctct gaggtgtcat ccgaggtgtc cattgacatt gggacggaga 6780 

ctgaagactc agaactgact gaggccgacc tgccgccggc ggctgcagcc cttcaggcta 6840 

tcgagaatgc tgcgagaatt cttgaacctc acatagatgt catcatggaa gattgcagta 6900 

caccctctct ttgtgggagt agccgagaga tgcctgtgtg gggagaagac ataccccgca 6960 

ctccatcgcc agcacttatc tcggttactg agagcagccc agatgagaag accccgtcgg 7020 

tgtcttcctc gcaggaggat accccgtctt ctgactcatt cgaggtcatc caagagtccg 7080 

agacagccga aggggaggaa agcgtcttca acgtggctct ttccgtacta aaagccttgt 7140 

ttccacagag cgatgccaca agaaagctta ccgttaagat gtcatgctgt gttgagaaga 72 00 

gcgtaacacg cttcttttca ttgggattga cggtcgctga cgtggcaagc ctgtgtgaga 7260 

tggaaatcca gaaccataca gcctattgtg acaaggtgcg cactccgctt gaattgcagg 7320 

ttgggtgctt ggtgggcaat gaacttacct ttgaatgtga caagtgtgag gctaggcaag 7380 

agaccttggc ttccttctct tacatttggt ctggggtgcc actgacgagg gccactccgg 7440 

ccaagccccc tgtggtgagg ccggttggct ccttgctggt ggccgacacc accaaggtgt 7500 

atgtcaccaa cccggacaat gttgggagaa gagttgacaa ggttaccttc tggcgtgccc 7560 

ctagggttca tgacaaattc ctcgtggact ccatagagcg cgctaagagg gcagctcaag 7620 

cctgcctaag catgggttac acttatgagg aggcaataag gactgtaagg ccacatgctg 7680 

ccatgggctg gggatctaag gtgtcggtca aggacctcgc cacccctgcg gggaagatgg 7740 

ctgtccatga ccggctccag gagatacttg aagggacgcc agtccccttt actcttactg 7800 

tgaaaaagga agtgttcttc aaagaccgaa aggaagagaa ggccccccgc ctcattgtgt 7860 

tcccccccct ggacttccgg atagctgaaa agcttattct gggagaccct ggacgggtag 7920 

ccaaggcggt gttggggggg gcctacgcct tccagtacac cccaaatcag cgaattaggg 7980 

agatgctcaa actgtgggaa tcaaagaaga caccatgcgc catctgtgtg gacgccacat 8040 

gcttcgacag tagcataact gaagaggacg tggcgctgga gacagagctt tatgccctgg 8100 

cttcagacca tccagaatgg gtgcgtgccc tggggaaata ctatgcctct ggcacaatgg 8160 

taacccccga gggggtgcca gtgggtgaga ggtattgtag atcctcaggg gtcttgacca 8220 

ccagtgcgag caactgcttg acttgctata tcaaggtgaa agccgcctgt gagagggtgg 8280 

ggctgaaaaa tgtctcgctc ctcatcgctg gcgatgactg tttgatcata tgcgaacggc 8340 

ctgtgtgcga tcctagcgac gctttgggca gagccctggc gagctacggg tacgcatgcg 8400 

agccttcgta tcatgcatca ctggacacgg cccccttctg ctccacttgg ctagctgagt 8460 

gcaatgcaga tgggaaacgc catttcttcc tgaccacgga ctttcggagg cccctcgctc 8520 

gcatgtcgag cgagtacagt gacccaatgg cttcggccat cggttacatc ctcctatacc 8580 

cttggcatcc tatcacacgg tgggtcatca tccctcacgt gctcacctgc gcgtttaggg 8640 

gtggtggcac accgtctgat cctgtgtggt gccaggtaca tggtaattac tacaagtttc 8700 

cactggacaa actgcctaac atcatcgtgg ccctccacgg accagcagcg ttgagggtta 8760 

ccgcagacac aactaagaca aaaatggagg ctggcaaggt gctgagcgac ctcaagctcc 8820 

ctggcctagc agtccaccgg aagaaggccg gggcattgcg aacgcgtatg ctccggtcgc 8880 

gcggttgggc tgagttggct agggggctgt tgtggcgtcc aggcctgcgg cttccccctc 8940 

cggagattgc tggtatcccc gggggtttcc ccctttcccc cccctatatg ggggtggttc 9000 

atcaattgga tttcacaagc cagaggagtc gctggcggtg gttggggttc ttagccctgc 9060 

tcatcgtagc cctcttcggg tgaactaaat tcatctgttg cggcaaggtc cggtgactga 9120 

tcatcactgg aggaggttcc cgccctcccc gccccagggg tctccccgct gggtaaaaag 9180 

ggcccggcct tgggaggcat ggtggttact aaccccctgg cagggtcaaa gcctgatggt 9240 

gctaatgcac tgccacttcg gtggcgggtc gctaccttat agcgtaatcc gtgactacgg 93 00 

gctgctcgca gagccctccc cggatggggc acagtgcact gtgatctgaa ggggtgcacc 9360 

ccggtaagag ctcggcccaa aggccgggtt ctact 93 95 
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<210> 2 
<211> 2910 
<212> PRT 
<213> Hepatitis 



<400> 2 





Ser 


T 

Leu 


Leu 


1 








Trp 


Gly 


Pro 


Gly 








20 


Trp 


Ala 


Gly 


Lys 






35 




Arg 


Gly 


Ser 


Pro 




50 






Phe 


Tyr 


Thr 


He 


65 










Ala 


Tl _ 

lie 


Leu 


Tyr 


Phe 


Leu 


Thr 








100 


Glu 


Gly 


Gly 


Cys 






115 




Cys 


Trp 


Pro 


Leu 




130 






Ala 


Ala 


Gin 


Leu 


145 








Val 


Ser 


Ala 


Tyr 


Gly 


Val 


Leu 


Thr 








180 


Pro 


Asn 


Leu 


Lys 






195 




Phe 


Trp 


Arg 


Trp 




210 






Tyr 


Leu 


Trp 


Lys 


225 








rnr 


Pro 


Leu 


Leu 


He 


Val 


Met 


Val 








260 


Ala 


Pro 


Ala 


Ser 






275 




Trp 


Gin 


Ser 


Cys 




290 






Glu 


Arg 


Val 


Trp 


305 








Asn 


Gly 


Pro 


Trp 


Gly 


Asp 


Pro 


He 








340 


Ser 


Cys 


Pro 


Gin 






355 




Gly 


Ser 


Val 


Ser 




370 






Asp 


Val 


Trp 


Ser 


385 








Ala 


Leu 


Gly 


Ser 


Gly 


Val 


Pro 


Cys 








420 


Gly 


Thr 


Cys 


Val 






435 





G virus 



Thr 


Asn 


Arg 


Phe 


5 








v ai 




tjiy 


Lys 


Cys 


Met 


Gly 


Pro 








40 


Arg 


He 


Leu 


Arg 






55 




Met 


Ala 


Val 


Leu 




70 






Ala 


Pro 


Ala 


Thr 


85 








Asn 


Cys 


Cys 


TV 1 — 

Ala 


Leu 


Val 


Ala 


Leu 








120 


Tyr 


Gin 


Ala 


Gly 






135 




Val 


Gly 


Glu 


Leu 




150 






Val 


Ala 


Gly 


He 


165 








Val 


Gly 


Val 


Ala 


Cys 


Ala 


Val 


Glu 








200 


Thr 


Glu 


Gin 


Leu 






215 




Val 


Pro 


Phe 


Glu 




230 






Val 


Trp 


Val 


Ala 


245 








pne 


Leu 


Leu 


val 


Val 


Leu 


Gly 


Ser 








280 


Ser 


Cys 


Arg 


Ala 






295 




Asp 


Arg 


Gly 


Asn 




310 






Val 


Trp 


Val 


Pro 


325 








Tnr 


His 


Trp 


Ser 


Tyr 


Val 


Tyr 


Gly 








360 


Trp 


Phe 


Ala 


Ser 






375 




Leu 


Val 


Pro 


Val 




390 






Ser 


Asp 


Arg 


Asp 


405 








Val 


Thr 


Cys 


He 


Arg 


Asp 


Cys 


Trp 



440 



He 


Arg 


Arg 


Val 




10 






Asp 


Pro 


Lys 


Pro 


25 








Pro 


Ser 


Ser 


Aia 


Val 


Arg 


Ala 


Gly 








60 


Leu 


Leu 


Leu 


Leu 






75 




His 


Ala 


Cys 


Arg 




90 






Pro 


Glu 


Asp 


He 


105 








(jiy 


Cys 


Tnr 


val 


Leu 


Ala 


Val 


Arg 








140 


Gly 


Ser 


Leu 


Tyr 






155 




Leu 


Gly 


Leu 


Gly 




170 






Leu 


Arg 


Arg 


Arg 


185 








Cys 


ASp 


Val 


Lys 


Ala 


Ser 


Asn 


Tyr 








220 


Phe 


Trp 


Arg 


Gly 






235 




Ala 


Leu 


Leu 


Leu 




250 






Thr 


Met 


Ala 


Gly 


265 








Arg 


Pro 


Phe 


Asp 


Asn 


Gly 


Ser 


Arg 








300 


Val 


Thr 


Leu 


Leu 






315 




Ala 


Phe 


Cys 


Gin 




330 






His 


Gly 


Gin 


Asn 


345 








Ser 


Val 


Ser 


Val 


Thr 


Gly 


Gly 


Arg 








380 


Gly 


Ser 


Ala 


Ser 






395 




Thr 


Val 


Val 


Glu 




410 






Leu 


Asp 


Arg 


Arg 


425 








Pro 


Glu 


Thr 


Gly 



Asp 


Lys 


Asp 


Gin 






15 




Cys 


Pro 


Ser 


Arg 




30 






Ala 


Ala 


Cys 


Ser 


45 








Gly 


Tl * 

lie 


Ser 


Leu 


Val 


Val 


Glu 


Ala 








80 


Ala 


Asn 


Gly 


Gin 






95 




Gly 


Phe 


Cys 


Leu 




110 






Cys 


Thr 


Asp 


Arg 


125 








Pro 


Gly 


Lys 


Ser 


Gly 


Pro 


Leu 


Ser 








160 


Glu 


Val 


Tyr 


Ser 






175 




Val 


Tyr 


Leu 


Met 




190 






Trp 


Gly 


Ser 


Glu 


205 








Trp 


He 


Leu 


Glu 


Val 


Met 


Ser 


Leu 








240 


Leu 


Glu 


Gin 


Arg 






255 




Met 


Leu 


Gin 


Gly 




270 






Tyr 


Gly 


Leu 


Lys 


285 








He 


Pro 


Thr 


Gly 


Cys 


Asp 


Cys 


Pro 








320 


Ala 


Val 


Gly 


Trp 






335 




Gin 


Trp 


Pro 


Leu 




350 






Thr 


Cys 


Val 


Trp 


365 








Asp 


Ser 


Lys 


He 


Cys 


Thr 


He 


Ala 








400 


Leu 


Ser 


Glu 


Trp 






415 




Pro 


Ala 


Ser 


Cys 




430 






Ser 


Val 


Arg 


Phe 



445 



Pro 


Phe 


T T ' 

HIS 


Arg 




450 






Ala 


Val 


Pro 


Phe 


465 








Leu Gly 


Asn 


Gin 


Gly Ser 


Tyr 


Thr 








500 


Cys 


Pro 


Thr 


Pro 






515 




Pro Gly 


Val 


Pro 




530 






Ser 


Glu 


Ala 


Leu 


545 








Leu 


Val 


Arg 


Arg 


Pro Gly 


Tyr 


Ala 








580 


Val 


Gin 


Gly 


His 






595 




Pro 


Arg 


Trp 


Leu 




610 






Lys 


Leu 


Ala 


Glu 


625 








Trp Trp 


Val 


Asn 


Ala 


Val 


Ala 


Gly 








660 


Gly Leu 


Pro 


Thr 






675 




Tyr 


Phe 


Arg 


Trp 




690 






Lys 


Leu 


Ala 


Arg 


705 








Ala 


Thr 


Arg 


Gly 


Val 


Thr 


Phe 


Glu 








740 


Val 


Val 


Ala 


Trp 






755 




Trp 


Lys 


His 


Lys 




770 






Ala 


Val 


Arg 


Gin 


785 








Thr 


Lys 


Leu 


Leu 


Asp Ala 


Val 


Met 








820 


Phe Asp 


Ala 


Leu 






835 




Ser 


Leu 


Arg 


Arg 




850 






Glu 


Lys 


Ala 


Thr 


865 








Ala 


Tyr 


Leu 


Phe 


Arg 


Leu 


Leu 


Glu 








900 


Thr 


Asp 


Cys 


Arg 






915 




Gin 


Cys 


Val 


Met 




930 







Cys 


Gly 


Thr 


Gly 






455 




vai 


Asn 


Arg 


inr 




470 






Gly 


Arg 


Gly 


Asn 


485 








Met 


Thr 


Lys 


He 


Ala 


lie 


Glu 


Pro 








520 


Pro 


He 


Asn 


Asn 






535 






Gly 


Ala 


Gly 




550 






Cys 


Ser 


Glu 


Leu 


565 








Trp 


Leu 


Ser 


Ser 


Leu 


Gin 


Glu 


Val 








600 


Leu 


Leu 


Asp 


Phe 






615 




Ala 


Arg 


Leu 


Val 




630 






Gin 


Leu 


Ala 


Val 


645 








Glu 


Val 


Phe 


Ala 


Val 


Ser 


Met 


He 








680 


Met 


Gly 


Pro 


Gin 






695 




Gly 


Ala 


Pne 


Pro 




710 






Arg 


Thr 


Ser 


Val 


725 








Val 


Asp 


Thr 


Ser 


Ala 


He 


Ala 


Leu 








760 


Ala 


Val 


He 


Tyr 






775 




TV v-v 

Arg 


Val 


Val 


Arg 




790 






Thr 


Phe 


Ala 


Trp 


805 








Met 


Val 


Val 


Val 


Asp 


Trp 


Ala 


Leu 








840 


Leu 


Ala 


Arg 


Val 






855 




rpl_ „ 

inr 


lie 


Arg 


T mi 

Leu 




870 






Asp 


His 


Met 


Gly 


885 








Trp 


Asp 


Ala 


Ala 


lie 


He 


Arg 


Asp 








920 


Gly 


Leu 


Pro 


Val 






935 





Pro 


Arg 


Leu 


Thr 








460 


Thr 


Pro 


Phe 


Thr 






475 




Pro 


vai 


Arg 


Ser 




490 






Arg 


Asp 


Ser 


Leu 


505 








Pro 


Thr 


Gly 


Thr 


Cys 


Met 


Pro 


Leu 








540 


Leu 


Thr 


Gly 


Gly 






555 




Met 


c?iy 


Arg 


Arg 




570 






Gly 


Arg 


Pro 


Asp 


585 








Asp 


Ala 


Gly 


Asn 


Val 


Phe 


Val 


Leu 








620 


Pro 


Leu 


He 


Leu 






635 




Leu 


Gly 


Leu 


Pro 




650 






Gly 


Pro 


Ala 


Leu 


665 








Leu 


Gly 


Leu 


Ala 


Arg 


Leu 


Met 


Phe 








700 


Leu 


Ala 


Leu 


Leu 






715 




Leu 


Gly 


Ala 


Glu 




730 






Val 


Leu 


Gly 


Trp 


745 








Leu 


Ser 


Ser 


Met 


Arg 


Thr 


Trp 


Cys 








780 


Ser 


Pro 


Leu 


Gly 






795 




Cys 


Leu 


Ala 


Ser 




810 






Ala 


Leu 


Val 


Leu 


825 








Glu 


Glu 


Leu 


Leu 


Val 


Glu 


Cys 


Cys 








860 


Val 


Ser 


Lys 


Met 






875 




Ser 


Pne 


Ser 


Arg 




890 






Leu 


Glu 


Pro 


Leu 


905 








Ala 


Ala 


Arg 


Thr 


Val 


Ala 


Arg 


Arg 



940 



Lys 


Asp 


Leu 


Glu 


He 


Arg 


Gly 


Pro 








480 


Pro 


Leu 


Gly 


Phe 






495 




His 


Leu 


Val 


Lys 




510 






Phe 


Gly 


Phe 


Phe 


525 








Gly 


Thr 


Glu 


Val 


Phe 


Tyr 


Glu 


Pro 








560 


Asn 


Pro 


Val 


Cys 






575 




Gly 


Pne 


He 


His 




590 






Phe 


He 


Pro 


Pro 


605 








Leu 


Tyr 


Leu 


Met 


Leu 


Leu 


Leu 


Trp 








640 


Ala 


Val 


Asp 


Ala 






655 




Ser 


Trp 


Cys 


Leu 




670 






Asn 


Leu 


Val 


Leu 


685 








Leu 


Val 


Leu 


Trp 


Met 


Gly 


He 


Ser 








720 


Phe 


Cys 


Phe 


Asp 






735 




Val 


Val 


Ala 


Ser 




750 






Ser 


Ala 


Gly 


Gly 


765 








Lys 


Gly 


Tyr 


Gin 


Glu 


Gly 


Arg 


Pro 








800 


Tyr 


He 


Trp 


Pro 






815 




Leu 


Phe 


Gly 


Leu 




830 






Val 


Ser 


Arg 


Pro 


845 








Val 


Met 


Ala 


Gly 


Cys 


Ala 


Arg 


Gly 








880 


Ala 


Val 


Lys 


Glu 






895 




Ser 


Phe 


Thr 


Arg 




910 






Leu 


Ser 


Cys 


Gly 


925 








Gly 


Asp 


Glu 


Val 
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Leu lie Gly Val Phe Gin Asp Val Asn His Leu Pro Pro Gly Phe Val 
945 950 955 ' 960 

Pro Thr Ala Pro Val Val lie Arg Arg Cys Gly Lys Gly Phe Leu Gly 

965 970 975 

Val Thr Lys Ala Ala Leu Thr Gly Arg Asp Pro Asp Leu His Pro Gly 

980 985 990 

Asn Val Met Val Leu Gly Thr Ala Thr Ser Arg Ser Met Gly Thr Cys 

995 1000 1005 

Leu Asn Gly Leu Leu Phe Thr Thr Phe His Gly Ala Ser Ser Arg Thr 

1010 1015 1020 

lie Ala Thr Pro Val Gly Ala Leu Asn Pro Arg Trp Trp Ser Ala Ser 
1025 1030 1035 1040 

Asp Asp Val Thr Val Tyr Pro Leu Pro Asp Gly Ala Thr Ser Leu Thr 

1045 1050 1055 

Pro Cys Thr Cys Gin Ala Glu Ser Cys Trp Val He Arg Ser Asp Gly 

1060 1065 1070 

Ala Leu Cys His Gly Leu Ser Lys Gly Asp Lys Val Glu Leu Asp Val 

1075 1080 " 1085 

Ala Met Glu Val Ser Asp Phe Arg Gly Ser Ser Gly Ser Pro Val Leu 

1090 1095 1100 

Cys Asp Lys Gly His Ala Val Arg Met Leu Val Ser Val Leu His Ser 
1105 1110 1115 1120 

Gly Gly Arg Val Thr Ala Ala Arg Phe Thr Arg Pro Trp Thr Gin Val 

1125 1130 ~ 1135 

Pro Thr Asp Ala Lys Thr Thr Thr Glu Pro Pro Pro Val Pro Ala Lys 

1140 1145 1150 

Gly Val Phe Lys Glu Ala Pro Leu Phe Met Pro Thr Gly Ala Gly Lys 

1155 1160 1165 

Ser Thr Arg Val Pro Leu Glu Tyr Gly Asn Met Gly His Lys Val Leu 

1170 1175 1180 

He Leu Asn Pro Ser Val Ala Thr Val Arg Ala Met Gly Pro Tyr Met 
1185 1190 1195 1200 

Glu Arg Leu Ala Gly Lys His Pro Ser He Tyr Cys Gly His Asp Thr 

1205 1210 " 1215 

Thr Ala Phe Thr Arg He Thr Asp Ser Pro Leu Thr Tyr Ser Thr Tyr 

1220 1225 1230 

Gly Arg Phe Leu Ala Asn Pro Arg Gin Met Leu Arg Gly Val Ser Val 

1235 1240 1245 

Val He Cys Asp Glu Cys His Ser His Asp Ser Thr Val Leu Leu Gly 

1250 1255 1260 

He Gly Arg Val Arg Glu Leu Ala Arg Gly Cys Gly Val Gin Leu Val 
1265 1270 1275 " 1280 

Leu Tyr Ala Thr Ala Thr Pro Pro Gly Ser Pro Met Thr Gin His Pro 

1285 1290 1295 

Ser He He Glu Thr Lys Leu Asp Val Gly Glu He Pro Phe Tyr Gly 

1300 1305 ' 1310 

His Gly He Pro Leu Glu Arg Met Arg Thr Gly Arg His Leu Val Phe 

1315 1320 " * 1325 

Cys His Ser Lys Ala Glu Cys Glu Arg Leu Ala Gly Gin Phe Ser Ala 

1330 1335 1340 

Arg Gly Val Asn Ala He Ala Tyr Tyr Arg Gly Lys Asp Ser Ser He 
1345 1350 1355 ^ 1360 

He Lys Asp Gly Asp Leu Val Val Cys Ala Thr Asp Ala Leu Ser Thr 

1365 1370 1375 

Gly Tyr Thr Gly Asn Phe Asp Ser Val Thr Asp Cys Gly Leu Val Val 

1380 1385 ** " 1390 

Glu Glu Val Val Glu Val Thr Leu Asp Pro Thr He Thr He Ser Leu 

1395 1400 1405 

Arg Thr Val Pro Ala Ser Ala Glu Leu Ser Met Gin Arg Arg Gly Arg 

1410 1415 1420 

Thr Gly Arg Gly Arg Ser Gly Arg Tyr Tyr Tyr Ala Gly Val Gly Lys 
1425 1430 1435 " 1440 
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Ala Pro Ala Gly Val Val Arg Ser Gly Pro Val Trp Ser Ala Val Glu 

1445 1450 1455 

Ala Gly Val Thr Trp Tyr Gly Met Glu Pro Asp Leu Thr Ala Asn Leu 

1460 1465 1470 

Leu Arg Leu Tyr Asp Asn Cys Pro Tyr Thr Ala Ala Val Ala Ala Asp 

1475 1480 1485 

lie Gly Glu Ala Ala Val Phe Phe Ser Gly Leu Ala Pro Leu Arg Met 

1490 1495 1500 

His Pro Asp Val Ser Trp Ala Lys Val Arg Gly Val Asn Trp Pro Phe 
1505 1510 1515 1520 

Leu Val Gly Val Gin Arg Thr Met Cys Arg Glu Thr Leu Ser Pro Gly 

1525 1530 1535 

Pro Ser Asp Asp Pro Gin Trp Ala Gly Leu Lys Gly Pro Asn Pro Val 

1540 1545 ~ 1550 

Pro Leu Leu Leu Arg Trp Gly Asn Asp Leu Pro Ser Lys Val Ala Gly 

1555 1560 1565 

His His lie Val Asp Asp Leu Val Arg Arg Leu Gly Val Ala Glu Gly 

1570 1575 1580 

Tyr Val Arg Cys Asp Ala Gly Pro lie Leu Met Val Gly Leu Ala lie 
1585 1590 1595 1600 

Ala Gly Gly Met lie Tyr Ala Ser Tyr Thr Gly Ser Leu Val Val Val 

1605 1610 1615 

Thr Asp Trp Asp Val Lys Gly Gly Gly Ser Pro Leu Tyr Arg His Gly 

1620 1625 1630 

Asp Gin Ala Thr Pro Gin Pro Val Val Gin Val Pro Pro Val Asp His 

1635 1640 1645 

Arg Pro Gly Gly Glu Ser Ala Pro Ser Asp Ala Asn Thr Val Thr Asp 

1650 1655 1660 

Ala Val Ala Ala He Gin Val Asp Cys Asp Trp Ser Val Met Thr Leu 
1665 1670 1675 1680 

Ser He Gly Glu Val Leu Ser Leu Ala Gin Ala Lys Thr Ala Glu Ala 

1685 1690 1695 

Tyr Ala Ala Thr Thr Lys Trp Leu Ala Gly Cys Tyr Thr Gly Thr Arg 

1700 1705 ' 1710 

Ala Val Pro Thr Val Ser He Val Asp Lys Leu Phe Ala Gly Gly Trp 

1715 1720 1725 

Ala Ala Val Val Gly His Cys His Ser Val He Ala Ala Ala Val Ala 

1730 1735 1740 

Ala Tyr Gly Ala Ser Arg Ser Pro Pro Leu Ala Ala Ala Ala Ser Tyr 
1745 1750 1755 1760 

Leu Met Gly Leu Gly Val Gly Gly Asn Ala Gin Thr Arg Leu Ala Ser 

1765 1770 1775 

Ala Leu Leu Leu Gly Ala Ala Gly Thr Ala Leu Gly Thr Pro Val Val 

1780 1785 1790 

Gly Leu Thr Met Ala Gly Ala Phe Met Gly Ser Ala Ser Val Ser Pro 

1795 1800 1805 

Ser Leu Val Thr He Leu Leu Gly Ala Val Gly Gly Trp Glu Gly Val 

1810 1815 1820 

Val Asn Ala Ala Ser Leu Val Phe Asp Phe Met Ala Gly Lys Leu Ser 
1825 1830 1835 1840 

Ser Glu Asp Leu Trp Tyr Ala He Pro Val Leu Thr Ser Pro Gly Ala 

1845 1850 1855 

Gly Leu Ala Gly He Ala Leu Gly Leu Val Leu Tyr Ser Ala Asn Asn 

1860 1865 1870 

Ser Gly Thr Thr Thr Trp Leu Asn Arg Leu Leu Thr Thr Leu Pro Arg 

1875 1880 1885 

Ser Ser Cys He Pro Asp Ser Tyr Phe Gin Gin Ala Asp Tyr Cys Asp 

1890 1895 1900 

Lys Val Ser Ala Val Leu Arg Arg Leu Ser Leu Thr Arg Thr Val Val 
1905 1910 1915 1920 

Ala Leu Val Asn Arg Glu Pro Lys Val Asp Glu Val Gin Val Gly Tyr 
1925 1930 1935 
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Val Trp Asp Leu Trp Glu Trp He Met Arg Gin Val Arg Met Val Met 

1940 1945 1950 

Ala Arg Leu Arg Ala Leu Cys Pro Val Val Ser Leu Pro Leu Trp His 

1955 ~ 1960 1965 

Cys Gly Glu Gly Trp Ser Gly Glu Trp Leu Leu Asp Gly His Val Glu 

1970 1975 1980 

Ser Arg Cys Leu Cys Gly Cys Val He Thr Gly Asp Val Leu Asn Gly 
1985 1990 1995 2000 

Gin Leu Lys Asp Pro Val Tyr Ser Thr Lys Leu Cys Arg His Tyr Trp 

2005 2010 2015 

Met Gly Thr Val Pro Val Asn Met Leu Gly Tyr Gly Glu Thr Ser Pro 

2020 2025 2030 

Leu Leu Ala Ser Asp Thr Pro Lys Val Val Pro Phe Gly Thr Ser Gly 

2035 2040 2045 

Trp Ala Glu Val Val Val Thr Pro Thr His Val Val He Arg Arg Thr 

2050 2055 2060 

Ser Ala Tyr Lys Leu Leu Arg Gin Gin He Leu Ser Ala Ala Val Ala 
2065 2070 2075 2080 

Glu Pro Tyr Tyr Val Asp Gly He Pro Val Ser Trp Asp Ala Asp Ala 

2085 2090 2095 

Arg Ala Pro Ala Met Val Tyr Gly Pro Gly Gin Ser Val Thr He Asp 

2100 2105 2110 

Gly Glu Arg Tyr Thr Leu Pro His Gin Leu Arg Leu Arg Asn Val Ala 

2115 2120 ~ 2125 

Pro Ser Glu Val Ser Ser Glu Val Ser He Asp He Gly Thr Glu Thr 

2130 2135 2140 

Glu Asp Ser Glu Leu Thr Glu Ala Asp Leu Pro Pro Ala Ala Ala Ala 
2145 2150 2155 2160 

Leu Gin Ala He Glu Asn Ala Ala Arg He Leu Glu Pro His He Asp 

2165 2170 2175 

Val He Met Glu Asp Cys Ser Thr Pro Ser Leu Cys Gly Ser Ser Arg 

2180 2185 2190 

Glu Met Pro Val Trp Gly Glu Asp He Pro Arg Thr Pro Ser Pro Ala 

2195 2200 2205 

Leu He Ser Val Thr Glu Ser Ser Pro Asp Glu Lys Thr Pro Ser Val 

2210 2215 2220 

Ser Ser Ser Gin Glu Asp Thr Pro Ser Ser Asp Ser Phe Glu Val He 
2225 2230 2235 2240 

Gin Glu Ser Glu Thr Ala Glu Gly Glu Glu Ser Val Phe Asn Val Ala 

2245 2250 2255 

Leu Ser Val Leu Lys Ala Leu Phe Pro Gin Ser Asp Ala Thr Arg Lys 

2260 2265 2270 

Leu Thr Val Lys Met Ser Cys Cys Val Glu Lys Ser Val Thr Arg Phe 

2275 2280 2285 

Phe Ser Leu Gly Leu Thr Val Ala Asp Val Ala Ser Leu Cys Glu Met 

2290 2295 2300 

Glu He Gin Asn His Thr Ala Tyr Cys Asp Lys Val Arg Thr Pro Leu 
2305 2310 2315 2320 

Glu Leu Gin Val Gly Cys Leu Val Gly Asn Glu Leu Thr Phe Glu Cys 

2325 2330 2335 

Asp Lys Cys Glu Ala Arg Gin Glu Thr Leu Ala Ser Phe Ser Tyr He 

2340 2345 2350 

Trp Ser Gly Val Pro Leu Thr Arg Ala Thr Pro Ala Lys Pro Pro Val 

2355 2360 2365 

Val Arg Pro Val Gly Ser Leu Leu Val Ala Asp Thr Thr Lys Val Tyr 

2370 2375 ~ 2380 

Val Thr Asn Pro Asp Asn Val Gly Arg Arg Val Asp Lys Val Thr Phe 
2385 2390 2395 2400 

Trp Arg Ala Pro Arg Val His Asp Lys Phe Leu Val Asp Ser He Glu 

2405 " 2410 2415 

Arg Ala Lys Arg Ala Ala Gin Ala Cys Leu Ser Met Gly Tyr Thr Tyr 
2420 2425 2430 
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Glu Glu Ala lie Arg Thr Val Arg Pro His Ala Ala Met Gly Trp Gly 

2435 2440 2445 

Ser Lys Val Ser Val Lys Asp Leu Ala Thr Pro Ala Gly Lys Met Ala 

2450 2455 2460 

Val His Asp Arg Leu Gin Glu lie Leu Glu Gly Thr Pro Val Pro Phe 
2465 2470 2475 2480 

Thr Leu Thr Val Lys Lys Glu Val Phe Phe Lys Asp Arg Lys Glu Glu 

2485 2490 " ~ 2495 

Lys Ala Pro Arg Leu lie Val Phe Pro Pro Leu Asp Phe Arg lie Ala 

2500 2505 2510 

Glu Lys Leu lie Leu Gly Asp Pro Gly Arg Val Ala Lys Ala Val Leu 

2515 2520 2525 

Gly Gly Ala Tyr Ala Phe Gin Tyr Thr Pro Asn Gin Arg He Arg Glu 

2530 2535 2540 

Met Leu Lys Leu Trp Glu Ser Lys Lys Thr Pro Cys Ala He Cys Val 
2545 2550 2555 ' 2560 

Asp Ala Thr Cys Phe Asp Ser Ser He Thr Glu Glu Asp Val Ala Leu 

2565 2570 2575 

Glu Thr Glu Leu Tyr Ala Leu Ala Ser Asp His Pro Glu Trp Val Arg 

2580 2585 2590 

Ala Leu Gly Lys Tyr Tyr Ala Ser Gly Thr Met Val Thr Pro Glu Gly 

2595 2600 2605 

Val Pro Val Gly Glu Arg Tyr Cys Arg Ser Ser Gly Val Leu Thr Thr 

2610 2615 2620 

Ser Ala Ser Asn Cys Leu Thr Cys Tyr He Lys Val Lys Ala Ala Cys 
2625 2630 2635 2640 

Glu Arg Val Gly Leu Lys Asn Val Ser Leu Leu He Ala Gly Asp Asp 

2645 2650 2655 

Cys Leu He He Cys Glu Arg Pro Val Cys Asp Pro Ser Asp Ala Leu 

2660 2665 2670 

Gly Arg Ala Leu Ala Ser Tyr Gly Tyr Ala Cys Glu Pro Ser Tyr His 

2675 2680 2685 

Ala Ser Leu Asp Thr Ala Pro Phe Cys Ser Thr Trp Leu Ala Glu Cys 

2690 2695 2700 

Asn Ala Asp Gly Lys Arg His Phe Phe Leu Thr Thr Asp Phe -Arg Arg 
2705 2710 2715 ~ 2720 

Pro Leu Ala Arg Met Ser Ser Glu Tyr Ser Asp Pro Met Ala Ser Ala 

2725 2730 2735 

He Gly Tyr He Leu Leu Tyr Pro Trp His Pro He Thr Arg Trp Val 

2740 2745 2750 

He He Pro His Val Leu Thr Cys Ala Phe Arg Gly Gly Gly Thr Pro 

2755 2760 2765 

Ser Asp Pro Val Trp Cys Gin Val His Gly Asn Tyr Tyr Lys Phe Pro 

2770 2775 2780 

Leu Asp Lys Leu Pro Asn He He Val Ala Leu His Gly Pro Ala Ala 
2785 2790 2795 2800 

Leu Arg Val Thr Ala Asp Thr Thr Lys Thr Lys Met Glu Ala Gly Lys 

2805 * 2810 2815 

Val Leu Ser Asp Leu Lys Leu Pro Gly Leu Ala Val His Arg Lys Lys 

2820 2825 2830 

Ala Gly Ala Leu Arg Thr Arg Met Leu Arg Ser Arg Gly Trp Ala Glu 

2835 2840 2845 

Leu Ala Arg Gly Leu Leu Trp Arg Pro Gly Leu Arg Leu Pro Pro Pro 

2850 2855 " 2860 

Glu He Ala Gly He Pro Gly Gly Phe Pro Leu Ser Pro Pro Tyr Met 
2865 2870 2875 2880 

Gly Val Val His Gin Leu Asp Phe Thr Ser Gin Arg Ser Arg Trp Arg 

2885 2890 2895 

Trp Leu Gly Phe Leu Ala Leu Leu He Val Ala Leu Phe Gly 
2900 2905 2910 
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<210> 3 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 3 

tcatggtggc gaataaaagc cccagaaacc gacgcc 

<210> 4 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 4 

tcatggtggc gaataa 

<210> 5 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 5 

tactgcartc ytccatgatg acat 

<210> 6 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 6 

atggtytayg gycctggvca aa 

<210> 7 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 7 

ttcaagaatc ctcgcagcat tct 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 



<400> 8 

ctggvcaaag ygtyaccatt 

<210> 9 
<211> 20 
<212> DNA 

<213> Hepatitis G virus 
<400> 9 

taccggtgtg aataagggcc 

<210> 10 
<211> 17 
<212> DNA 

<213> Hepatitis G virus 
<400> 10 

cgtcgtttgc ccaggtg 

<210> 11 
<211> 25 
<212> DNA 

<213> Hepatitis G virus 
<400> 11 

ctcgtcgtta aaccgagccc gtcac 

<210> 12 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 12 

tactgcartc ytccatgatg acat 

<210> 13 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 13 

atggtytayg gycctggvca aa 

<210> 14 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A synthetic primer. 
<400> 14 

ttcaagaatc ctcgcagcat tct 



<210> 15 
<211> 20 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> A synthetic primer. 



<400> 15 

ctggvcaaag ygtyaccatt 



20 



<210> 16 
<211> 20 
<212> DNA 

<213> Hepatitis G virus 
<400> 16 

taccggtgtg aataagggcc 20 

<210> 17 
<211> 17 
<212> DNA 

<213> Hepatitis G virus 
<400> 17 

cgtcgtttgc ccaggtg 17 

<210> 18 
<211> 25 
<212> DNA 

<213> Hepatitis G virus 
<400> 18 

ctcgtcgtta aaccgagccc gtcac 25 

<210> 19 
<211> 9309 
<212> DNA 

<213> Hepatitis G virus 



<400> 19 



aagccccaga 
cggccaaaag 
tggtagccac 
gaccgcgcac 
tcgtcgttaa 
cgcccttcaa 
gggccggggg 
atggggccac 
agggcgggtg 
gttgaggccg 
ttccttacaa 
gtggccttgg 
gctgtgcggc 
cccttgtcgg 
gtcctaacgg 
gcagtagagt 
tccaattact 
atgagcctga 
gttatggtct 
ttggggtcac 
ggctcacgca 
gattgcccca 
gatcctatca 



aaccgacgcc 
gtggtggatg 
tataggtggg 
ggtccacagg 
accgagcccg 
tgtctctctt 
ctatggagat 
ccagctccgc 
gcatttttct 
gggccatttt 
attgttgcgc 
gatgcacagt 
ctggcaagtc 
tctcggccta 
tgggcgtcgc 
gtgagcttaa 
ggattctgga 
cccctctgtt 
tcctgctggt 
gcccctttga 
ttccgactgg 
acggaccatg 
cccattggag 



tatctaagta gacgcaatga ctcggcgccg actcggcgac 
ggtgatgaca gggttggtag gtcgtaaatc ccggtcatcc 
tcttaagaga aggttaagat tcctcttgtg cctgcggcga 
tgttggccct accggtgtga ataagggccc gacgtcaggc 
ttacccacct gggcaaacga cgcccacgta cggtccacgt 
gaccaatagg cttagccggc gagttgacaa ggaccagtgg 
ggactccaag tcctgccctt cccggtgggg cgggaaatgc 
99 c 99cctgc agccggggta gcccaagaac ccttcgggtg 
tttctatacc atcatggcag tccttctgct ccttctcgtg 
agccccggcc acccacgctt gtcgagcgaa tgggcaatac 
cccggaggac atcgggttct gcctggaagg tggatgcctg 
ttgcactgac caatgctggc cactgtatca ggcgggtttg 
cgcggcccaa ctggtggggg agctgggtag cctatacggg 
cgtggctggg atcctgggcc tgggcgaggt ttactcgggt 
gttgacgcgt cgggtctacc cggtgcccaa cctgacgtgt 
gtgggaaagt gagttttgga gatggactga acagttggcc 
atacctttgg aaggtcccat ttgacttctg gaggggcgtg 
ggtctgtgtg gccgctctgc tgctgcttga gcaaaggatt 
gaccatggcc gggatgtcgc aaggcgcccc tgcttcggtt 
ctacgggttg acttggcaga cctgctcttg caaggcgaac 
ggaaaaggtg tgggaccgcg ggaatgtcac gcttctgtgt 
ggtgtggtta ccggctttct gccaagcagt tggctggggt 
ccacggacaa aatcggtggc ccctctcatg ccctcagtat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
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gtctatgggt ctgtttcagt cacttgcgtg tggggctccg cgtcttggtt tgcctccact 1440 

99tggacgcg attcgaagat cgatgtgtgg agtttggtgc cagttggttc tgccacttgc 1500 

accatagccg ctctcgggtc gtcggaccgc gatacggtgg tggagctctc cgagtggggg 1560 

gtcccgtgcg tgacgtgcat tctggatcgt cggcctgcct cctgcggcac ctgtgtgagg 1620 

gactgctggc ccgagactgg gtcggtcaga ttcccattcc ataggtgtgg cacggggcct 1680 

cggctgacaa aggacttgga agctgtgccc ttcgtcaata ggacaactcc cttcaccatt 1740 

agggggcctc tgggcaacca gggccgaggc aacccggtgc ggtcgccctt gggttttggg 1800 

tcctacacca tgaccaagat ccgagacacc ctacatttgg tgaaatgtcc cacaccagcc 1860 

attgagcctc ccaccgggac gtttgggttc ttccccggga cgccgcccct caacaactgc 1920 

atgcttctag gcacggaagt gtctgaggca ctcggcgggg ctggtctcac ggggggtttc 1980 

tatgaacccc tggtgcgcag gtgttcggag ctgatgggac gccgaaatcc ggtttgtccg 2040 

gggtttgcat ggctctcctc gggcaggcct gatgggttca tacatgtcca gggccacttg 2100 

caggaggtgg atgcaggcaa cttcattccg cccccgcgct ggctgctctt ggactttgta 2160 

tttgtcctgt tatacctgat gaagctggct gaggctcggt tggtcccgct gatcttgctt 2220 

ctgctgtggt ggtgggtgaa ccagctggcg gttttaggac tgccggctgt ggacgccgcc 2280 

gtagcaggtg aggtctttgc gggccctgcc ctgtcctggt gtctgggact cccgactgtc 2340 

agtatgatac tgggtctagc aaacctggtg ttgtacttta gatggctggg accccaacgc 2400 

cttatgttcc ttgtgttgtg gaagctcgct cggggagctt tcccgctggc acttctgatg 2460 

gggatttcgg cgactcgcgg gcgcacctcc gtgctcgggg ccgagttctg cttcgatgct 2520 

acattcgagg tggacacttc ggtgttgggc tgggtggtgg ccagcgtggt ggcttgggcc 2580 

atagcgctcc tgagctcgat gagcgcaggg gggtggaggc acaaagccgt gatctatagg 2640 

acgtggtgta aagggtacca ggctatacgc cagagagtgg ttcggagccc cttcggggag 2700 

gggcgaccta ctaagcctct gactttcgct tggtgcttgg cctcgtacat ctggccggat 2760 

gctgtgatga tggtggtggt cgccttggtc ttactctttg gcctgttcga tgcgttggac 2820 

tgggctttgg aggagatctt ggtgtcccgg ccctcgttgc gccgtttggc tcgggtgatc 2880 

gagtgctgtg tgatggcggg tgagaaggcc acaactgtcc ggctggtctc caagatgtgc 2 940 

gcgagagggg cctacttgtt cgatcatatg ggctcatttt cgcgcgctgt caaggagcgc 3000 

ctgttggagt gggacgcggc tcttgaacct ctgtcattca ctaggacgga ctgtcgcatt 3060 

ataagagatg ccgctaggac tttgtcttgc ggacagtgcg tcatgggctt gcccgtggta 3120 

gcgcgccgtg gagatgaggt tctcatcggc gtcttccagg atgtgaatca tttgcctcct 3180 

gggtttgtcc caaccgcacc agttgtcatc cggcggtgcg gaaagggttt cctaggggtc 3240 

acaaaggctg ccttgacggg tcgggatcct gacttacatc caggaaacgt catggtgttg 3300 

gggacggcaa cgtcgcgaag catgggaaca tgtctgaacg gcctgttgtt cacgaccttc 3360 

catggggctt catcccgaac catcgccacg cccgtggggg cccttaaccc taggtggtgg 3420 

tccgccagtg atgacgtcac ggtgtatccg cttccagatg gggcgacttc gttgacacct 3480 

tgcacttgcc aagctgagtc ctgttgggtc atcagatctg acggggcttt atgccatggc 3540 

ttgagcaagg gggacaaggt agagctggat gtagctatgg aggtctctga cttccgtggt 3600 

tcgtccggct cgccggtcct gtgcgacgaa gggcacgcag taggaatgct cgtgtcagtg 3660 

ctccattcgg cgggagaagt caccgcggct cgatttacta gggcgtggac ccaagttcca 3720 

actgacgcca aaaccaccac tgacccccct ccggtgccgg caaaaggagt tttcaaagag 3780 

gccccgttgt ttatgcctac gggagcggga aagagcactc gcgtcccgtt ggagtacggc 3840 

aacatggggc acaaggtctt gattttgaac ccctcggtcg ctactgtgcg ggccatgggc 3 900 

ccctacatgg agcggctggc gggcaaacat ccaagcattt actgtggaca tgacaccact 3 960 

gctttcacga ggatcactga ctccccccta acgtattcta cctatgggag gtttttagcc 4020 

aaccctaggc agatgctacg gggtgtatcg gtggtcatct gtgatgagtg ccacagccat 4 080 

gactcaaccg tgctgctggg cattgggagg gtccgggagc tggcgcgtgg gtgtggagtg 4140 

caactggtgc tctacgctac cgccacgcct cctggttccc ccatgacaca gcacccttct 4200 

ataattgaga caaagctgga tgtgggtgag atcccctttt atgggcatgg catacccctc 4260 

gaacggatgc gaaccgggag gcatctcgta ttctgccatt ccaaggctga gtgtgagcgc 4320 

cttgccggcc agttctccgc gaggggggta aatgctattg cttattatag ggggaaagac 4380 

agttccatca ttcaggacgg agacctagtg gtgtgcgcca ctgacgcact ttccaccggg 4440 

tatactggga attttgattc tgtcaccgat tgtgggttgg tggtggagga ggtcgttgag 4500 

gtgacccttg atcccaccat taccatctcc ctgcgaacag tgcctgcttc ggctgaattg 4560 

tcgatgcaga gacgaggacg cacgggtagg ggcaggtctg ggcgctacta ctacgcgggg 4620 

gtgggcaaag cccccgctgg ggtggtgcgc tcaggtcctg tctggtcggc ggtggaagcc 4680 

ggagtgacct ggtacggaat ggaacctgac ctgacagcta acctattgag actttacgac 4740 

gactgccctt acaccgcagc cgtcgcagct gacattggag aggccgcggt gttcttctcc 4800 

gggctcgccc cgttgaggat gcaccccgat gttagctggg caaaagttcg cggcgtcaac 4860 

tggcccctct tggtgggtgt tcagcggacc atgtgccggg aaacactgtc tcctggtcca 4920 

tcggatgacc cccaatgggc aggtctgaag ggcccgaatc ctgtcccact actgctgagg 4980 

tggggcaatg atttaccatc taaagtggcc ggccatcaca tagtggacga cctggtccgt 5040 

agactcggtg tggcggaggg ttatgtccgc tgcgatgcgg ggccgatctt gatggtcggt 5100 
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ctcgctatcg cgggggggat gatctacgcg tcatacaccg ggtccatagt ggtggtgaca 5160 

gactgggatg tgaagggggg tggcgccccc ctttatcggc atggagacca ggccacgcca 5220 

caaccggtgg tgcaggtccc cccggtagac catcggccgg ggggggagtc tgcgccatcg 5280 

gacgccaaga cagtgacaga tgcggtggca gccatccagg tggattgcga ttggtcagtt 5340 

atgactctgt cgatcggaga agtactgtcc ttggctcagg ctaagacggc cgaggcctac 5400 

acagcaaccg ccaagtggct tgctggctgc tatacgggga cgcgggccgt ccccactgtt 5460 

tcaattgttg acaagctctt cgccggaggg tgggcggccg tggtgggcca ttgccacagc 5520 

gtaatagctg cggcggtggc ggcctacggg gcttctagga gcccgccgtt ggcagccgcg 5580 

gcttcctacc tgatggggtt gggcgtcgga ggcaacgccc aaacgcgttt ggcatctgcc 5640 

ctcctattgg gggctgctgg gaccgccctg ggtactccgg ttgtgggttt gaccatggct 5700 

ggggcattca tggggggtgc tagcgtctcc ccctctctgg tcaccatcct gttgggggcc 5760 

gtgggaggct gggagggcgt tgtcaatgcg gcaagccttg tctttgactt catggcgggg 5820 

aaactttcat cagaagattt gtggtatgct atcccggtgc tgaccagtcc gggggcgggc 5880 

ctcgcgggga tcgcccttgg actggttctg tactcagcta acaactctgg cactaccact 5940 

tggctgaacc gtctgctgac gacgttgcca aggtcttcat gcatccctga cagttacttt 6000 

cagcaggccg actactgtga caaagtctca gctgtgctcc gccgtttgag ccttacccgc 6060 

actgtggttg ccctggtcaa cagggagccc aaggtggatg aggttcaggt ggggtacgtc 6120 

tgggacctgt gggagtggat catgcgccag gtgcgcatgg tcatggctag actcagggcc 6180 

ctctgccccg tggtgtcgct gcctttgtgg cactgcgggg aggggtggtc tggggaatgg 6240 

ctgttggacg gccatgttga gagtcgctgc ctttgtggct gcgtgatcac cggcgatgtt 6300 

ctgaatgggc aactcaaaga accagtttac tctaccaagc tgtgccggca ctattggatg 6360 

gggactgttc ctgtgaacat gctgggctat ggtgagacgt cgcctctctt ggcttctgac 6420 

accccgaagg tggtaccttt cgggacgtct ggctgggctg aggtggtggt gacccctacc 6480 

cacgtagtga tcaggaggac ctccgcctat aagttgctgc gccagcaaat cctatcggct 6540 

gctgtagctg agccctatta cgtcgacggc attccggtct cgtgggacgc ggacgcgcga 6600 

gcgcccgcca tggtctatgg ccctgggcaa agtgttacca ttgacgggga gcgctacacc 6660 

ttgcctcacc agttgaggct taggaacgtg gcgccctctg aggtttcatc cgagatgacc 6720 

attgaccttg ggacggagac tgaagattca gaactgactg aagccgatct gccgccggcg 6780 

gctgcagccc tccaggcgat cgagaatgct gcgaggattc tcgagccgct cattgatgtc 6840 

atcatggagg actgtagtac accctctctt tgtggtagta gccgagagat gcctgtgtgg 6900 

ggaggagaca tcccccgcac tccatcgcca gcacttatct cggttactga gagcagctca 6960 

gatgagaaga ccccgtcggt gtcctcttcg caggaggata ccccgtcctc agactcattc 7020 

gaggtcatcc aagagtccga gacagccgag ggggaggaaa gtgtcttcaa cgtggctctt 7080 

tccgtactaa aagccttatt tccacagagc gacgcgacca ggaagctcac cgtcaagatg 7140 

tcatgctgtg ctgaaaagag cgtcacacgt tttttttcat tagggctgac ggtggctgat 7200 

gttgctagcc tgtgtgagat ggagattcag aaccatacag cctattgtga caaggtgcgc 7260 

actccgcttg aattgcaggt tgggtgcttg gtgggcaatg aacttacctt tgaatgtgac 7320 

aagtgtgagg ctaggcaaga gactttggcc tccttctcct acatctggtc tggtgtgccg 7380 

ctaacgcggg ccacgccggc caagccccct gtggtgaggc cggttggttc tttgttggtg 744 0 

gccgacacta ccaaagtgta tgttaccaat ccggacaatg tgggaaggag ggtggacaag 7500 

gtgaccttct ggcgcgctcc tagggttcat gacaaatatc ttgtggactc tatcgagcgg 7560 

gctaagaggg ctgctcaagc ctgcctaagc atgggttaca cttatgagga agcaataagg 7620 

actgtaaggc cacatgctgc catgggctgg ggatctaagg tgtcggtcaa agacttggcc 7680 

acccctgcgg ggaagatggc tgtccacgat cgacttcagg agatacttga agggactccg 7740 

gtccccttta cccttactgt gaaaaaggag gtgttcttca aagaccgaaa ggaggagaag 7800 

gcccctcgcc tcattgtgtt cccccccctg gacttccgga tagctgaaaa gcttatcctg 7860 

ggagacccgg ggcgggtagc caaggcggtg ttgggggggg cttacgcctt ccagtacacc 7920 

ccaaaccagc gagttaagga gatgctcaaa ctgtgggagt ccaaaaaaac accttgcgcc 7980 

atctgcgtgg acgccacgtg cttcgacagt agcattactg aagaggacgt ggccttagag 8040 

acagagctat atgctctggc ctctgaccat ccagaatggg tgcgagccct tgggaaatac 8100 

tatgcttcag gcaccatggt caccccagaa ggggtgcccg ttggtgagag gtattgtaga 8160 

tcctcagggg tcttgacaac cagtgcgagc aattgcttga catgctacat caaggtggaa 8220 

gccgcctgtg agagggtggg tctgaaaaat gtctcactcc tcattgctgg cgatgactgt 8280 

ttgatcatat gtgagcggcc agtttgcgac cctagcgacg ctctgggcag agccctggct 8340 

agctatgggt acgcatgcga gccctcatat catgcatcat tggacacggc ccccttctgc 8400 

tccacttggc ttgccgagtg taatgcagat gggaagcgcc atttcttcct gacaacggac 8460 

ttccggaggg cgctcgctcg catgtcgagc gagtatagtg acccgatggc ttcggccatc 8520 

ggttacatcc tcctttatcc ttggcatccc atcacacggt gggtcatcat cccccacgtg 8580 

ctaacatgcg cgtttagggg tggtggtaca ccgtctgatc cggtttggtg ccaagtacat 8640 

ggtaattact acaagtttcc actggacaaa ctgcctaaca tcatcgtggc cctccacgga 8700 

ccagcagcgt tgagggttac cgcagacaca actaagacaa aaatggaggc cggtaaggtc 8760 

ttaagcgacc tcaagctccc tggcttagcg gtccaccgta agaaggccgg ggcactgcgt 8820 
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acgcgcatgc tccgttcgcg cggttgggcc gagttggcta ggggcctgtt gtggcatcca 8880 

ggcctacggc tccctccccc tgagattgct ggtatccccg ggggtttccc ctctcccccc 8940 

ccctttatgg gggtggttca tcaattggat ttcacaagcc agaggagtcg ctggcggggg 9000 

ttgggggtct tagccctgct catcgtggcc ctcttcgggt gaactaaatt catctgttgc 9060 

ggcaaggtct ggtgactgat catcaccgga ggaggttccc gccctccccg ccccaggggt 9120 

ctccccgctg ggtaaaaagg gcccggcctt gggaggcatg gtggttacta accccctggc 9180 

agggtcaaag cctgatggtg ctaatgcact gccacttcgg tggcgggtcg ctaccttata 9240 

gcgtaatccg tgactacggg ctgctcgcag agccctcccc ggatggggca cagtgcactg 93 00 

tgatctgaa 93 09 



<210> 20 

<211> 2842 

<212> PRT 

<213> Hepatitis 

<400> 20 
Met Ala Val Leu 
1 

Ala Pro Ala Thr 
20 

Asn Cys Cys Ala 
35 

Leu Val Ala Leu 
50 

Tyr Gin Ala Gly 
65 

Val Gly Glu Leu 

Val Ala Gly He 
100 

Val Gly Val Ala 
115 

Cys Ala Val Glu 
130 

Thr Glu Gin Leu 
145 

Val Pro Phe Asp 

Val Cys Val Ala 
180 

Phe Leu Leu Val 
195 

Val Leu Gly Ser 
210 

Ser Cys Lys Ala 
225 

Asp Arg Gly Asn 

Val Trp Leu Pro 
260 

Thr His Trp Ser 
275 

Tyr Val Tyr Gly 
290 

Trp Phe Ala Ser 
305 

Leu Val Pro Val 

Ser Asp Arg Asp 
340 



G virus 



Leu 


Leu 


Leu 


Leu 


5 








His 


Ala 


Cys 


Arg 


Pro 


Glu 


Asp 


He 








40 


Gly 


Cys 


Thr 


Val 






55 




Leu 


Ala 


Val 


Arq 




70 






Gly 


Ser 


Leu 


Tyr 


85 








Leu 


Gly 


Leu 


Gly 


Leu 


Thr 


Arg 


Arq 








120 


Cys 


Glu 


Leu 


Lys 






135 




Ala 


Ser 


Asn 


Tyr 




150 






Phe 


Trp 


Arg 


Gly 


165 








Ala 


Leu 


Leu 


Leu 


Thr 


Met 


Ala 


Gly 








200 


Arg 


Pro 


Phe 


Asp 






215 




Asn 


Gly 


Ser 


Arg 




230 






Val 


Thr 


Leu 


Leu 


245 








Ala 


Phe 


Cys 


Gin 


His 


Gly 


Gin 


Asn 








280 


Ser 


Val 


Ser 


Val 






295 




Thr 


Gly 


Gly 


Arg 




310 






Gly 


Ser 


Ala 


Thr 


325 








Thr 


Val 


Val 


Glu 



Val 


Val 


Glu 


Ala 




10 






Ala 


Asn 


Gly 


Gin 


25 








Gly 


Phe 


Cys 


Leu 


Cys 


Thr 


Asp 


Gin 








60 


Pro 


Gly 


Lys 


Ser 






75 




Gly 


Pro 


Leu 


Ser 




90 






Glu 


Val 


Tyr 


Ser 


105 








Val 


Tyr 


Pro 


Val 


Trp 


Glu 


Ser 


Glu 








140 


Trp 


He 


Leu 


Glu 






155 




Val 


Met 


Ser 


Leu 




170 






Leu 


Glu 


Gin 


Arg 


185 








Met 


Ser 


Gin 


Gly 


Tyr 


Gly 


Leu 


Thr 








220 


He 


Pro 


Thr 


Gly 






235 




Cys 


Asp 


Cys 


Pro 




250 






Ala 


Val 


Gly 


Trp 


265 








Arg 


Trp 


Pro 


Leu 


Thr 


Cys 


Val 


Trp 








300 


Asp 


Ser 


Lys 


He 






315 




Cys 


Thr 


He 


Ala 




330 






Leu 


Ser 


Glu 


Trp 



345 



Gly 


Ala 


He 


Leu 






15 




Tyr 


Phe 


Leu 


Thr 




30 






Glu 


Gly 


Gly 


Cys 


45 








Cys 


Trp 


Pro 


Leu 


Ala 


Ala 


Gin 


Leu 








80 


Val 


Ser 


Ala 


Tyr 






95 




Gly 


Val 


Leu 


Thr 




110 






Pro 


Asn 


Leu 


Thr 


125 








Phe 


Trp 


Arg 


Trp 


Tyr 


Leu 


Trp 


Lys 








160 


Thr 


Pro 


Leu 


Leu 






175 




He 


Val 


Met 


Val 




190 






Ala 


Pro 


Ala 


Ser 


205 








Trp 


Gin 


Thr 


Cys 


Glu 


Lys 


Val 


Trp 








240 


Asn 


Gly 


Pro 


Trp 






255 




Gly 


Asp 


Pro 


lie 




270 






Ser 


Cys 


Pro 


Gin 


285 








Gly 


Ser 


Ala 


Ser 


Asp 


Val 


Trp 


Ser 








320 


Ala 


Leu 


Gly 


Ser 






335 




Gly 


Val 


Pro 


Cys 




350 







15 



Val 


Thr 


Cys 
355 


He 


Leu 


Asp 


Arg 


Arg 
360 


Pro 


Ala 


Ser 


Cys 


Gly 
365 


Thr 


Cys 


Val 


Arg 


Asp 
370 


Cys 


Trp 


Pro 


Glu 


Thr 
375 


Gly 


Ser 


Val 


Arg 


Phe 
380 


Pro 


Phe 


His 


Arg 


Cys 


Gly 


Thr 


Gly 


Pro 


Arg 


Leu 


Thr 


Lys 


Asp 


Leu 


Glu 


Ala 


Val 


Pro 


Phe 


385 










390 










395 










400 


Val 


Asn 


Arg 


Thr 


Thr 
405 


Pro 


Phe 


Thr 


He 


Arg 
410 


Gly 


Pro 


Leu 


Gly 


Asn 
415 


Gin 


Gly 


Arg 


Gly 


Asn 
420 


Pro 


Val 


Arg 


Ser 


Pro 
425 


Leu 


Gly 


Phe 


Gly 


Ser 
430 


Tyr 


Thr 


Met 


Thr 


Lys 
435 


He 


Arg 


Asp 


Thr 


Leu 
440 


His 


Leu 


Val 


Lys 


Cys 
445 


Pro 


Thr 


Pro 


Ala 


He 
450 


Glu 


Pro 


Pro 


Thr 


Gly 
455 


Thr 


Phe 


Gly 


Phe 


Phe 
460 


Pro 


Gly 


Thr 


Pro 


Pro 


Leu 


Asn 


Asn 


Cys 


Met 


Leu 


Leu 


Gly 


Thr 


Glu 


Val 


Ser 


Glu 


Ala 


Leu 


465 










470 










475 










480 


Gly 


Gly 


Ala 


Gly 


Leu 
485 


Thr 


Gly 


Gly 


Phe 


Tyr 
490 


Glu 


Pro 


Leu 


Val 


Arg 
495 


Arg 


Cys 


Ser 


Glu 


Leu 
500 


Met 


Gly 


Arg 


Arg 


Asn 
505 


Pro 


Val 


Cys 


Pro 


Gly 
510 


Phe 


Ala 


Trp 


Leu 


Ser 
515 


Ser 


Gly 


Arg 


Pro 


Asp 
520 


Gly 


Phe 


He 


His 


Val 
525 


Gin 


Gly 


His 


Leu 


Gin 
530 


Glu 


Val 


Asp 


Ala 


Gly 
535 


Asn 


Phe 


He 


Pro 


Pro 
540 


Pro 


Arg 


Trp 


Leu 


Leu 


Leu 


Asp 


Phe 


Val 


Phe 


Val 


Leu 


Leu 


Tyr 


Leu 


Met 


Lys 


Leu 


Ala 


Glu 


545 










550 










555 










560 


Ala 


Arg 


Leu 


Val 


Pro 
565 


Leu 


He 


Leu 


Leu 


Leu 
570 


Leu 


Trp 


Trp 


Trp 


Val 
575 


Asn 


Gin 


Leu 


Ala 


Val 
580 


Leu 


Gly 


Leu 


Pro 


Ala 
585 


Val 


Asp 


Ala 


Ala 


Val 
590 


Ala 


Gly 


Glu 


Val 


Phe 
595 


Ala 


Gly 


Pro 


Ala 


Leu 
600 


Ser 


Trp 


Cys 


Leu 


Gly 
605 


Leu 


Pro 


Thr 


Val 


Ser 
610 


Met 


He 


Leu 


Gly 


Leu 
615 


Ala 


Asn 


Leu 


Val 


Leu 
620 


Tyr 


Phe 


Arg 


Trp 


Leu 


Gly 


Pro 


Gin 


Arg 


Leu 


Met 


Phe 


Leu 


Val 


Leu 


Trp 


Lys 


Leu 


Ala 


Arg 


625 










630 










635 










640 


Gly 


Ala 


Phe 


Pro 


Leu 
645 


Ala 


Leu 


Leu 


Met 


Gly 
650 


He 


Ser 


Ala 


Thr 


Arg 
655 


Gly 


Arg 


Thr 


Ser 


Val 
660 


Leu 


Gly 


Ala 


Glu 


Phe 
665 


Cys 


Phe 


Asp 


Ala 


Thr 
670 


Phe 


Glu 


Val 


Asp 


Thr 
675 


Ser 


Val 


Leu 


Gly 


Trp 
680 


Val 


Val 


Ala 


Ser 


Val 
685 


Val 


Ala 


Trp 


Ala 


He 
690 


Ala 


Leu 


Leu 


Ser 


Ser 
695 


Met 


Ser 


Ala 


Gly 


Gly 
700 


Trp 


Arg 


His 


Lys 


Ala 


Val 


He 


Tyr 


Arg 


Thr 


Trp 


Cys 


Lys 


Gly 


Tyr 


Gin 


Ala 


lie 


Arg 


Gin 


705 










710 










715 










720 


Arg 


Val 


Val 


Arg 


Ser 
725 


Pro 


Phe 


Gly 


Glu 


Gly 
730 


Arg 


Pro 


Thr 


Lys 


Pro 
735 


Leu 


Thr 


Phe 


Ala 


Trp 
740 


Cys 


Leu 


Ala 


Ser 


Tyr 
745 


He 


Trp 


Pro 


Asp 


Ala 
750 


Val 


Met 


Met 


Val 


Val 
755 


Val 


Ala 


Leu 


Val 


Leu 
760 


Leu 


Phe 


Gly 


Leu 


Phe 
765 


Asp 


Ala 


Leu 


Asp 


Trp 
770 


Ala 


Leu 


Glu 


Glu 


He 
775 


Leu 


Val 


Ser 


Arg 


Pro 
780 


Ser 


Leu 


Arg 


Arg 


Leu 


Ala 


Arg 


Val 


He 


Glu 


Cys 


Cys 


Val 


Met 


Ala 


Gly 


Glu 


Lys 


Ala 


Thr 


785 










790 










795 










800 


Thr 


Val 


Arg 


Leu 


Val 
805 


Ser 


Lys 


Met 


Cys 


Ala 
810 


Arg 


Gly 


Ala 


Tyr 


Leu 
815 


Phe 


Asp 


His 


Met 


Gly 
820 


Ser 


Phe 


Ser 


Arg 


Ala 
825 


Val 


Lys 


Glu 


Arg 


Leu 
830 


Leu 


Glu 


Trp 


Asp 


Ala 
835 


Ala 


Leu 


Glu 


Pro 


Leu 
840 


Ser 


Phe 


Thr 


Arg 


Thr 
845 


Asp 


Cys 


Arg 



16 



lie lie Arg Asp Ala Ala Arg Thr Leu Ser Cys Gly Gin Cys Val Met 

850 855 860 

Gly Leu Pro Val Val Ala Arg Arg Gly Asp Glu Val Leu lie Gly Val 
865 870 875 ' 880 

Phe Gin Asp Val Asn His Leu Pro Pro Gly Phe Val Pro Thr Ala Pro 

885 890 895 

Val Val lie Arg Arg Cys Gly Lys Gly Phe Leu Gly Val Thr Lys Ala 

900 905 910 

Ala Leu Thr Gly Arg Asp Pro Asp Leu His Pro Gly Asn Val Met Val 

915 920 925 

Leu Gly Thr Ala Thr Ser Arg Ser Met Gly Thr Cys Leu Asn Gly Leu 

930 935 940 

Leu Phe Thr Thr Phe His Gly Ala Ser Ser Arg Thr lie Ala Thr Pro 
945 950 955 960 

Val Gly Ala Leu Asn Pro Arg Trp Trp Ser Ala Ser Asp Asp Val Thr 

965 970 ~ 975 

Val Tyr Pro Leu Pro Asp Gly Ala Thr Ser Leu Thr Pro Cys Thr Cys 

980 985 990 

Gin Ala Glu Ser Cys Trp Val lie Arg Ser Asp Gly Ala Leu Cys His 

995 1000 1005 

Gly Leu Ser Lys Gly Asp Lys Val Glu Leu Asp Val Ala Met Glu Val 

1010 1015 1020 

Ser Asp Phe Arg Gly Ser Ser Gly Ser Pro Val Leu Cys Asp Glu Gly 
1025 1030 1035 1040 

His Ala Val Gly Met Leu Val Ser Val Leu His Ser Ala Gly Glu Val 

1045 1050 1055 

Thr Ala Ala Arg Phe Thr Arg Ala Trp Thr Gin Val Pro Thr Asp Ala 

1060 1065 1070 

Lys Thr Thr Thr Asp Pro Pro Pro Val Pro Ala Lys Gly Val Phe Lys 

1075 1080 1085 

Glu Ala Pro Leu Phe Met Pro Thr Gly Ala Gly Lys Ser Thr Arg Val 

1090 1095 1100 

Pro Leu Glu Tyr Gly Asn Met Gly His Lys Val Leu lie Leu Asn Pro 
1105 1110 1115 1120 

Ser Val Ala Thr Val Arg Ala Met Gly Pro Tyr Met Glu Arg Leu Ala 

1125 1130 1135 

Gly Lys His Pro Ser lie Tyr Cys Gly His Asp Thr Thr Ala Phe Thr 

1140 1145 1150 

Arg lie Thr Asp Ser Pro Leu Thr Tyr Ser Thr Tyr Gly Arg Phe Leu 

1155 1160 1165 

Ala Asn Pro Arg Gin Met Leu Arg Gly Val Ser Val Val lie Cys Asp 

1170 1175 1180 

Glu Cys His Ser His Asp Ser Thr Val Leu Leu Gly lie Gly Arg Val 
1185 1190 1195 1200 

Arg Glu Leu Ala Arg Gly Cys Gly Val Gin Leu Val Leu Tyr Ala Thr 

1205 1210 1215 

Ala Thr Pro Pro Gly Ser Pro Met Thr Gin His Pro Ser lie lie Glu 

1220 " 1225 1230 

Thr Lys Leu Asp Val Gly Glu lie Pro Phe Tyr Gly His Gly lie Pro 

1235 1240 1245 

Leu Glu Arg Met Arg Thr Gly Arg His Leu Val Phe Cys His Ser Lys 

1250 1255 1260 

Ala Glu Cys Glu Arg Leu Ala Gly Gin Phe Ser Ala Arg Gly Val Asn 
1265 1270 1275 1280 

Ala lie Ala Tyr Tyr Arg Gly Lys Asp Ser Ser lie lie Gin Asp Gly 

1285 1290 1295 

Asp Leu Val Val Cys Ala Thr Asp Ala Leu Ser Thr Gly Tyr Thr Gly 

1300 1305 1310 

Asn Phe Asp Ser Val Thr Asp Cys Gly Leu Val Val Glu Glu Val Val 

1315 1320 1325 

Glu Val Thr Leu Asp Pro Thr lie Thr lie Ser Leu Arg Thr Val Pro 
1330 1335 1340 
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Ala Ser Ala Glu Leu Ser Met Gin Arg Arg Gly Arg Thr Gly Arg Gly 
1345 1350 1355 ~ 1360 

Arg Ser Gly Arg Tyr Tyr Tyr Ala Gly Val Gly Lys Ala Pro Ala Gly 

1365 1370 1375 

Val Val Arg Ser Gly Pro Val Trp Ser Ala Val Glu Ala Gly Val Thr 

1380 1385 1390 

Trp Tyr Gly Met Glu Pro Asp Leu Thr Ala Asn Leu Leu Arg Leu Tyr 

1395 1400 1405 

Asp Asp Cys Pro Tyr Thr Ala Ala Val Ala Ala Asp He Gly Glu Ala 

1410 1415 1420 

Ala Val Phe Phe Ser Gly Leu Ala Pro Leu Arg Met His Pro Asp Val 
1425 1430 1435 ~ 1440 

Ser Trp Ala Lys Val Arg Gly Val Asn Trp Pro Leu Leu Val Gly Val 

1445 1450 1455 

Gin Arg Thr Met Cys Arg Glu Thr Leu Ser Pro Gly Pro Ser Asp Asp 

1460 1465 ^ 1470 

Pro Gin Trp Ala Gly Leu Lys Gly Pro Asn Pro Val Pro Leu Leu Leu 

1475 1480 1485 

Arg Trp Gly Asn Asp Leu Pro Ser Lys Val Ala Gly His His He Val 

1490 1495 1500 

Asp Asp Leu Val Arg Arg Leu Gly Val Ala Glu Gly Tyr Val Arg Cys 
1505 1510 1515 * 1520 

Asp Ala Gly Pro He Leu Met Val Gly Leu Ala He Ala Gly Gly Met 

1525 1530 1535 

He Tyr Ala Ser Tyr Thr Gly Ser He Val Val Val Thr Asp Trp Asp 

1540 1545 1550 

Val Lys Gly Gly Gly Ala Pro Leu Tyr Arg His Gly Asp Gin Ala Thr 

1555 1560 1565 

Pro Gin Pro Val Val Gin Val Pro Pro Val Asp His Arg Pro Gly Gly 

1570 1575 1580 

Glu Ser Ala Pro Ser Asp Ala Lys Thr Val Thr Asp Ala Val Ala Ala 
1585 1590 1595 1600 

He Gin Val Asp Cys Asp Trp Ser Val Met Thr Leu Ser He Gly Glu 

1605 1610 1615 

Val Leu Ser Leu Ala Gin Ala Lys Thr Ala Glu Ala Tyr Thr Ala Thr 

1620 1625 1630 

Ala Lys Trp Leu Ala Gly Cys Tyr Thr Gly Thr Arg Ala Val Pro Thr 

1635 1640 1645 

Val Ser He Val Asp Lys Leu Phe Ala Gly Gly Trp Ala Ala Val Val 

1650 1655 ' 1660 

Gly His Cys His Ser Val lie Ala Ala Ala Val Ala Ala Tyr Gly Ala 
1665 1670 1675 1680 

Ser Arg Ser Pro Pro Leu Ala Ala Ala Ala Ser Tyr Leu Met Gly Leu 

1685 1690 1695 

Gly Val Gly Gly Asn Ala Gin Thr Arg Leu Ala Ser Ala Leu Leu Leu 

1700 1705 1710 

Gly Ala Ala Gly Thr Ala Leu Gly Thr Pro Val Val Gly Leu Thr Met 

1715 1720 1725 

Ala Gly Ala Phe Met Gly Gly Ala Ser Val Ser Pro Ser Leu Val Thr 

1730 1735 1740 

He Leu Leu Gly Ala Val Gly Gly Trp Glu Gly Val Val Asn Ala Ala 
1745 1750 1755 1760 

Ser Leu Val Phe Asp Phe Met Ala Gly Lys Leu Ser Ser Glu Asp Leu 

1765 1770 1775 

Trp Tyr Ala He Pro Val Leu Thr Ser Pro Gly Ala Gly Leu Ala Gly 

1780 1785 * 1790 

He Ala Leu Gly Leu Val Leu Tyr Ser Ala Asn Asn Ser Gly Thr Thr 

1795 1800 1805 

Thr Trp Leu Asn Arg Leu Leu Thr Thr Leu Pro Arg Ser Ser Cys He 

1810 1815 1820 

Pro Asp Ser Tyr Phe Gin Gin Ala Asp Tyr Cys Asp Lys Val Ser Ala 
1825 1830 1835 ^ 1840 
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Val Leu Arg Arg Leu Ser Leu Thr Arg Thr Val Val Ala Leu Val Asn 

1845 1850 1855 

Arg Glu Pro Lys Val Asp Glu Val Gin Val Gly Tyr Val Trp Asp Leu 

1860 1865 1870 

Trp Glu Trp lie Met Arg Gin Val Arg Met Val Met Ala Arg Leu Arg 

1875 1880 1885 

Ala Leu Cys Pro Val Val Ser Leu Pro Leu Trp His Cys Gly Glu Gly 

1890 1895 1900 

Trp Ser Gly Glu Trp Leu Leu Asp Gly His Val Glu Ser Arg Cys Leu 
1905 1910 1915 1920 

Cys Gly Cys Val lie Thr Gly Asp Val Leu Asn Gly Gin Leu Lys Glu 

1925 1930 1935 

Pro Val Tyr Ser Thr Lys Leu Cys Arg His Tyr Trp Met Gly Thr Val 

1940 1945 1950 

Pro Val Asn Met Leu Gly Tyr Gly Glu Thr Ser Pro Leu Leu Ala Ser 

1955 1960 1965 

Asp Thr Pro Lys Val Val Pro Phe Gly Thr Ser Gly Trp Ala Glu Val 

1970 1975 1980 

Val Val Thr Pro Thr His Val Val lie Arg Arg Thr Ser Ala Tyr Lys 
1985 1990 1995 2000 

Leu Leu Arg Gin Gin lie Leu Ser Ala Ala Val Ala Glu Pro Tyr Tyr 

2005 2010 2015 

Val Asp Gly lie Pro Val Ser Trp Asp Ala Asp Ala Arg Ala Pro Ala 

2020 2025 2030 

Met Val Tyr Gly Pro Gly Gin Ser Val Thr He Asp Gly Glu Arg Tyr 

2035 2040 2045 

Thr Leu Pro His Gin Leu Arg Leu Arg Asn Val Ala Pro Ser Glu Val 

2050 2055 2060 

Ser Ser Glu Met Thr He Asp Leu Gly Thr Glu Thr Glu Asp Ser Glu 
2065 2070 2075 2080 

Leu Thr Glu Ala Asp Leu Pro Pro Ala Ala Ala Ala Leu Gin Ala He 

2085 2090 2095 

Glu Asn Ala Ala Arg He Leu Glu Pro Leu He Asp Val lie Met Glu 

2100 2105 2110 

Asp Cys Ser Thr Pro Ser Leu Cys Gly Ser Ser Arg Glu Met Pro Val 

2115 2120 ~ 2125 

Trp Gly Gly Asp He Pro Arg Thr Pro Ser Pro Ala Leu He Ser Val 

2130 2135 2140 

Thr Glu Ser Ser Ser Asp Glu Lys Thr Pro Ser Val Ser Ser Ser Gin 
2145 2150 2155 2160 

Glu Asp Thr Pro Ser Ser Asp Ser Phe Glu Val He Gin Glu Ser Glu 

2165 2170 2175 

Thr Ala Glu Gly Glu Glu Ser Val Phe Asn Val Ala Leu Ser Val Leu 

2180 2185 2190 

Lys Ala Leu Phe Pro Gin Ser Asp Ala Thr Arg Lys Leu Thr Val Lys 

2195 2200 2205 

Met Ser Cys Cys Ala Glu Lys Ser Val Thr Arg Phe Phe Ser Leu Gly 

2210 2215 2220 

Leu Thr Val Ala Asp Val Ala Ser Leu Cys Glu Met Glu He Gin Asn 
2225 2230 2235 2240 

His Thr Ala Tyr Cys Asp Lys Val Arg Thr Pro Leu Glu Leu Gin Val 

2245 2250 2255 

Gly Cys Leu Val Gly Asn Glu Leu Thr Phe Glu Cys Asp Lys Cys Glu 

2260 2265 2270 

Ala Arg Gin Glu Thr Leu Ala Ser Phe Ser Tyr He Trp Ser Gly Val 

2275 2280 2285 

Pro Leu Thr Arg Ala Thr Pro Ala Lys Pro Pro Val Val Arg Pro Val 

2290 2295 2300 

Gly Ser Leu Leu Val Ala Asp Thr Thr Lys Val Tyr Val Thr Asn Pro 
2305 2310 2315 * 2320 

Asp Asn Val Gly Arg Arg Val Asp Lys Val Thr Phe Trp Arg Ala Pro 
2325 2330 2335 
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Arg Val His Asp Lys Tyr Leu Val Asp Ser lie Glu Arg Ala Lys Arg 

2340 2345 2350 

Ala Ala Gin Ala Cys Leu Ser Met Gly Tyr Thr Tyr Glu Glu Ala lie 

2355 2360 2365 

Arg Thr Val Arg Pro His Ala Ala Met Gly Trp Gly Ser Lys Val Ser 

2370 2375 2380 

Val Lys Asp Leu Ala Thr Pro Ala Gly Lys Met Ala Val His Asp Arg 
2385 2390 2395 2400 

Leu Gin Glu lie Leu Glu Gly Thr Pro Val Pro Phe Thr Leu Thr Val 

2405 2410 2415 

Lys Lys Glu Val Phe Phe Lys Asp Arg Lys Glu Glu Lys Ala Pro Arg 

2420 2425 2430 

Leu lie Val Phe Pro Pro Leu Asp Phe Arg lie Ala Glu Lys Leu lie 

2435 2440 2445 

Leu Gly Asp Pro Gly Arg Val Ala Lys Ala Val Leu Gly Gly Ala Tyr 

2450 2455 2460 

Ala Phe Gin Tyr Thr Pro Asn Gin Arg Val Lys Glu Met Leu Lys Leu 
2465 2470 2475 2480 

Trp Glu Ser Lys Lys Thr Pro Cys Ala lie Cys Val Asp Ala Thr Cys 

2485 2490 2495 

Phe Asp Ser Ser lie Thr Glu Glu Asp Val Ala Leu Glu Thr Glu Leu 

2500 2505 2510 

Tyr Ala Leu Ala Ser Asp His Pro Glu Trp Val Arg Ala Leu Gly Lys 

2515 2520 2525 

Tyr Tyr Ala Ser Gly Thr Met Val Thr Pro Glu Gly Val Pro Val Gly 

2530 2535 2540 

Glu Arg Tyr Cys Arg Ser Ser Gly Val Leu Thr Thr Ser Ala Ser Asn 
2545 2550 2555 2560 

Cys Leu Thr Cys Tyr lie Lys Val Glu Ala Ala Cys Glu Arg Val Gly 

2565 2570 2575 

Leu Lys Asn Val Ser Leu Leu lie Ala Gly Asp Asp Cys Leu lie lie 

2580 2585 ~ 2590 

Cys Glu Arg Pro Val Cys Asp Pro Ser Asp Ala Leu Gly Arg Ala Leu 

2595 * 2600 2605 

Ala Ser Tyr Gly Tyr Ala Cys Glu Pro Ser Tyr His Ala Ser Leu Asp 

2610 2615 2620 

Thr Ala Pro Phe Cys Ser Thr Trp Leu Ala Glu Cys Asn Ala Asp Gly 
2625 2630 2635 *" 2640 

Lys Arg His Phe Phe Leu Thr Thr Asp Phe Arg Arg Ala Leu Ala Arg 

2645 2650 2655 

Met Ser Ser Glu Tyr Ser Asp Pro Met Ala Ser Ala lie Gly Tyr lie 

2660 2665 2670 

Leu Leu Tyr Pro Trp His Pro lie Thr Arg Trp Val lie lie Pro His 

2675 2680 2685 

Val Leu Thr Cys Ala Phe Arg Gly Gly Gly Thr Pro Ser Asp Pro Val 

2690 2695 2700 

Trp Cys Gin Val His Gly Asn Tyr Tyr Lys Phe Pro Leu Asp Lys Leu 
2705 2710 2715 " ' 2720 

Pro Asn lie lie Val Ala Leu His Gly Pro Ala Ala Leu Arg Val Thr 

2725 2730 2735 

Ala Asp Thr Thr Lys Thr Lys Met Glu Ala Gly Lys Val Leu Ser Asp 

2740 2745 " 2750 

Leu Lys Leu Pro Gly Leu Ala Val His Arg Lys Lys Ala Gly Ala Leu 

2755 2760 " * 2765 

Arg Thr Arg Met Leu Arg Ser Arg Gly Trp Ala Glu Leu Ala Arg Gly 

2770 2775 2780 

Leu Leu Trp His Pro Gly Leu Arg Leu Pro Pro Pro Glu lie Ala Gly 
2785 2790 2795 2800 

lie Pro Gly Gly Phe Pro Ser Pro Pro Pro Phe Met Gly Val Val His 

2805 2810 2815 

Gin Leu Asp Phe Thr Ser Gin Arg Ser Arg Trp Arg Gly Leu Gly Val 
2820 2825 ™ 2830 
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Leu Ala Leu Leu lie Val Ala Leu Phe Gly 
2835 2840 



<210> 21 

<211> 414 

<212> PRT 

<213> Hepatitis G virus 



<400> 21 



Val 


Ala 


Leu 


Val 


Asn 


Arg 


Glu 


Pro 


1 








5 








Tyr 


Val 


Trp 


Asp 


Leu 


Trp 


Glu 


Trp 








20 










Met 


Ala 


Arg 


Leu Arg 


Ala 


Leu 


Cys 






35 










40 


His 


Cys 


Gly 


Glu Gly 


Trp 
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<213> Hepatitis G virus 



<400> 23 

tctgggcaaa gtgtcaccat tgacggggag cgctacacct tgccgcacca gttgcggctc 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 24 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 24 

tctgggcaaa gcgttaccat tgacggggag cgctacacct tgccgcacca gttgcggctc 60 
aggaacgtga cgccctctga ggtttcatcc gaggtgt 97 

<210> 25 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 25 

tctgggcaaa gtgtcaccat tgacggggag cgctacacct tgccgcacca gttgcggctc 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 26 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 26 

tctgggcaaa gcgttaccat tgacggggag cgctacacct tgccgcacca gttgcggctc 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 27 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 27 

tctgggcaaa gcgttaccat tgacggggag cgctacacct tgccccacca gctgaggctt 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 28 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 28 

tctggacaaa gtgtcaccat tgacggggag cgctacacct tgccccacca gctgaggctt 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 29 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 29 

tctgggcaaa gtgttaccat tgacggggag cgctacacct tgccccacca gctgaggctt 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 30 
<211> 97 



23 



<212> DNA 

<213> Hepatitis G virus 



<400> 30 

tctgggcaaa gtgtcaccat tgacggggag cgctacacct tgccccacca gctgaggctt 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 31 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 31 

tctgggcaaa gcgtcaccat tgacggggag cgctacacct tgccccacca gctgaggctt 60 
aggaacgtgg cgccctctga ggtttcatcc gaggtgt 97 

<210> 32 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 32 

ccatagacat tgggacggag actgaggatt cagaactgac tgaggctgac ctgccgccgg 60 
cagctgcggc cctccaggcg atcgagaatg ctgcgag 97 

<210> 33 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 33 

ccatagacat tgggacggag actgaggatt cagaactgac tgaggctgac ctgtcgccgg 60 
cagctgcggc cctccaggcg atcgagaatg ctgcgag 97 

<210> 34 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 34 

ccatagacat tgggacggag actgaggatt cagaactgac tgaggctgac ctgccgccgg 60 
cagccgcggc cctccaggcg atcgagaatg ctgcgag 97 

<210> 35 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 35 

ccatagacat tgggacggag actgaggatt cagaactgac tgaggctgac ctgccgccgg 60 
cagctgcggc cctccaggcg atcgagaatg ctgcgag 97 

<210> 36 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 36 

ccattgacat tgggacggag actgaagact cagaactgac tgaggccgat ctgccgccgg 60 
cggctgctgc tctccaagcg attgagaatg ctgcgag 97 
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<210> 37 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 37 

ccattgacat tgggacggag actgaagact cagaactgac tgaggccgat ctgccgccgg 60 
cggctgctgc tctccaagcg attgagaatg ctgcgag 97 

<210> 38 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 38 

ccattgacat tgggacggag actgaagact cagaactgac tgaggccgat ctgccgccgg 60 
cggctgctgc tctccaagcg attgagaatg ctgcgag 97 

<210> 39 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 39 

ccattgacat tgggacggag actgaagact cagaactgac tgaggccgat ctgccgccgg 60 
cggctgctgc tctccaagcg attgagaatg ctgcgag 97 

<210> 40 
<211> 97 
<212> DNA 

<213> Hepatitis G virus 
<400> 40 

ccattgacat tgggacggag actgaagact cagaactgac tgaggccgat ctgccgccgg 60 
cggctgctgc tctccaagcg attgagaatg ctgcgag 97 

<210> 41 
<211> 15 
<212> PRT 

<213> Hepatitis G virus 
<400> 41 

Phe Gin Tyr Thr Pro Asn Gin Arg lie Arg Glu Met Leu Lys Leu 
1 5 10 15 

<210> 42 
<211> 15 
<212> PRT 

<213> Hepatitis G virus 
<400> 42 

Phe Gin Tyr Thr Pro Asn Gin Arg Val Lys Glu Met Leu Lys Leu 
1 5 10 15 

<210> 43 
<211> 16 
<212> PRT 

<213> Hepatitis G virus 
<400> 43 

Gly lie Pro Gly Ala Phe Pro Leu Ser Pro Pro Tyr Met Gly Val Val 
1 5 10 " 15 
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<210> 44 
<211> 16 
<212> PRT 

<213> Hepatitis G virus 



<400> 44 

Gly lie Pro Gly Gly Phe Ser Pro Ser Pro Pro Phe Met Gly Val Val 
15 10 15 
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